. Ni(II) and PEG assembled H 6 CF complexes have similar electron densities that overlap well with the density map for native chemoreceptor arrays. Isosurface representation for H 6 CF assembled with Ni(II) (isosurface in yellow for panel A and B) or PEG (isosurface in purple for panel C and D). The cyan mesh represents the density of in vivo hexagonally packed chemoreceptor arrays from E.coli (EMDB ID: 2158). 1 Side view shows sandwich architecture for two layers of trimers-of-dimers (B, D). Loss of electron density in the center region corresponds to disorder in the overlap region that extends approximately 1/3 of the full sandwich length (10.6 nm out of 33 nm). Top down view (A, C) show two layers of receptor hexagons illustrating that trimers of dimers are vertically aligned in the sandwich. In both Ni(II) (A) and PEG (C) samples, the hexagonal packing of receptors closely fit with the electron density map of the native intact chemoreceptor array. Overlay of maps was done manually in Chimera; density thresholds were chosen to highlight the receptor array similarity between different arrays. Figure S3 . Stacks of 2D tomographic slices of sandwiches used to measure 3D volume intensities to estimate baseplate distances. Five individual sandwiches for Ni(II)-mediated H 6 CF (red), PEG-mediated H 6 CF (blue), and PEG-mediated ∆H 6 CF (green) ternary complexes were selected and centered at the identical 3D dimension. For each sandwich structure, 20 slices (corresponding to 7nm of depth) were integrated into one image to enhance the contrast. Intensities for each image were measured based on the gray value and plotted along the distance measured in pixels (right, and Figure 3 ) in ImageJ. The dip in intensity corresponds to the baseplates composed of CheA and CheW, revealing sandwich lengths of 33nm for all samples. Scale bars are 20nm. 
